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Abstract:

High-throughput plant phenotyping (HTPP) techniques have been dramatically
accelerated by advanced image sensing and analyzing processes. HTPP attracts
considerable attention in the agriculture community and has been widely
employed in plant breeding, precision agriculture and forestry. However, as a
multidisciplinary study area, gaps between the domains persist. Computer
scientists sometimes face difficulties in understanding plant scientists’ real needs
and translating them into their own language. For example, determining the
heading date of cereal crops does not mean needing to count the number of heads
per area; flowering time does not mean needing to detect tiny small anthers of
each spikelet; detecting the crop organs of interest does not always mean needing
to label thousands of images, etc. In this seminar, using deep learning-based
phenotyping as an example, I will introduce some of our work to demonstrate
how we understand plant scientists’ questions and translate them into computer
vision problems and find the most efficient solution to solve them. I will also
share the lessons we learned from various case studies and the experience we
gained.
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